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rs2231142 was associated with SUA levels and risk of gout among 
western populations. �is announcement was proved thereaf-
ter through many GWAS meta-analyses and functional studies.

  SNP rs2231142 has been found to be associated with hyper-
uricemia or gout conducted in di�erent countries (3,6,17-26). 
Japanese population studies respectively reported the OR of 1.85 

Table 2. Characteristics of studies of the ABCG2 gene polymorphism and SUA level

Ethnicity References Variant Subjects Cohort MAF Platform/method

African American
   USA Dehghan et al. (17) rs2231142 3,843 ARIC (black participants) 0.03 TaqMan
Asian
   Meta-analysis Okada et al. (30) rs2725220 33,074 NA
   Chinese Yang et al. (7) rs2231142 3,451 DFTJ, FAMHES 0.29 Affiymetrix 6.0, Illunina Omni-Express

Li et al. (35) rs2622605 961 NA Illumina HumanHap550
   Korean Sull et al. (31) rs2725220 991 NA Affymetrix 5.0
   Japanese Yamagishi et al. (18) rs2231142 3,923 CIRCS 0.31 rTaq

Takeuchi et al. (6) 17,091 Amagasaki study, Fukuoka cohort 0.29 TaqMan
Kamatani et al. (32) rs4148155 8,868 BioBank Japan project 0.3 Illumina Human610-Quad Beadchip

Caucasian
   Meta-analysis Yang et al. (7) rs2199936 28,283 0.11

Kolz et al. (4) rs2231142 28,141 0.11
Köttgen et al. (3) 110,347 0.11

   Croatia Karns et al. (33) rs2199936 1,300 0.08 Affymetrix 5.0
Karns et al. (33) rs2231142 1,300 0.08 Affymetrix 5.0

   Icelandic Sulem et al. (24) rs2231142 15,506 0.1 Illumina Human Hap300
   The Netherlands Dehghan et al. (17) rs2231142 5,974 Rotterdam 0.12 Illumina 550K
   USA Dehghan et al. (17) rs2231142 7,699 Framingham 0.11 Affymetrix 500K

Woodward et al. (23) 8,861 ARIC 0.11 Affymetrix 6.0

ABCG2 variants, which are known to affect SUA levels, are classified by race and country.
SUA = serum uric acid, MAF = minor allele frequency, ARIC = atherosclerosis risk in communities study, NA = not available, DFTJ = Dongfeng-Tongji cohort, FAMHES = Fang
chenggang area male health and examination survey, CIRCS = Circulatory Risk in Communities Study.

Fig. 5. Linkage disequilibrium as measured by r2 in ABCG2, based on SNPinfo.
SNP = single nucleotide polymorphism, LD = linkage disequilibrium, MAF = minor allele frequency.
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